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HBE: (B HITHIMEIET HOE IncRNA, FFHEE A (osteosarcoma, 0S) Tl FUMNAR A K H 35 4 R RNA (com-
peting endogenouse RNA, ceRNA) J#E /4%, [F7iE ] MRBIEMRE I TARGET #5553 1t I 77 B4 2 vt 1o iy s PR &I . 32 H R
A 3 DAV = B PR R B I 4 1 PR A S5 4R A5 85 P40, $ 3 IncRNA 1l FRGs, BRI AR (GO) TREFI T #RHER
MEHRA GRIET (KEGC) MEEEEMT . XFHERATERS A IncRNA, miRNA LA FRGs £ F 1T Spearman #3144 .
[#58] M TARGET-0S ¥4 2 HUE] 7 658 4~ IncRNA il 175 4~ FRGs, 52T 1158 58381 8 E M IncRNA, GO
SIRTEEIRRY], CC FEAAUFRAMISMETTH L. Bl . M- TR . 2R SN EEN; BP R MM -5REH: . 7
HBE. FRRE AN . AR T2 . BEE R . &3 IncRNA PVT1 5 miRNA (hsa-miR-106a-5p, hsa—miR-
17-5p, hsa—miR-20a~5p) AMIEHE A, B—F0 &M, IncRNA PVT1 K5 0S FE i % (R=-0.27, P=0.014), &K
41 PDCDILG2 1 CD27 Fik BmALFARREEL (T—test, P<0.05) . [£5if | ZRFET-HIZE IncRNA TS HEALEA B ar i B R Sy, o~
Ak 0S A FIRAE TG, FRIET MK IncRNA ceRNA W45, TTREN 0S KB K& R4 FHLER UG M B0 55

FEER . B, IncRNA, ceRNA, £KFET:, HpEidii
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Abstract: [Objective| To explore the prognostic model of IncRNA for osteosarcoma (OS), and create competing endogenouse RNA

(ceRNA) regulatory networks. [Methods| High—throughput sequencing data and corresponding clinical data were downloaded from the
TARGET database after R software was used to filter low—abundance genes and collate corresponding clinical information, sequencing data
of 85 cases were obtained, and IncRNA and FRGs were extracted. Gene Ontology (GO) function and Kyoto Encyclopedia of Genes and Ge-
nomes (KEGG) pathway enrichment analysis were conducted and the IncRNA, miRNA and FRGs genes were finally screened by Spearman
correlation analysis. [Results] A total of 7 658 IncRNA and 175 FRGs were extracted from the TARGET-0S database and 1 158 IncRNAs
were significantly associated with ferroptosis. GO analysis showed that CC mainly involved extracellular matrix, osteogenesis, cell-matrix
adhesion and receptor-mediated endocytosis, while BP mainly involved cell-base junction, adhesion plaque, extracellular matrix contain-
ing collagen, cell contact front and free ribosome. IncRNA PVT1 was found to have certain binding targets with miRNA (hsa—miR-106a—
5p, hsa—miR—17-5p, hsa—miR-20a-5p). Further analysis showed that IncRNA PVT1 gene was associated with OS immunity (R=-0.27, P=
0.014). The expressions of PDCD1LG2 and CD27 in high-risk group were lower than those in low—risk group (7-test, P<0.05). [Conclu-
sion] The prognosis model of IncRNA related to ferroptosis has good predictive ability, which provides a basis for optimizing the manage-
ment of OS. IncRNA ceRNA networks related to ferroptosis may provide valuable data support for the molecular mechanism of OS occur-
rence and development.
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2R R L AR ZH Y 22 S TR B PR Y B )
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